This study compared the *-merican MicroScan frozen microdilution tray and dehydrated microdilution tray. A total of 153 gram-negati'ie aild 106 gram-positive isolates were tested concurrently on both tray types and read visually. Very major and major antimicrobial susceptibility discrepancies amounted to 1.0% of all results, and minor discrepancies amounted to 0.4% of all results. The biochemical discrepancy rate for gram-negative organisms was 1.3%, resulting in no identification errors either at the genus or the species level. Gram-positive identification was not evaluated, as the formulation of biochemicals was changed after this evaluation was completed. Overall, the results with the dry tray were acceptable, providing a suitable alternative to the frozen tray.
American MicroScan (Mahwah, N.J.) has made available a dehydrated broth microdilution combo tray for the purposes of identification of gram-positive, gram-negative, and urinary tract isolates and determination of their antibiotic susceptibilities. The dry tray was developed as an alternative to the frozen broth microdilution combo tray that is currently in use in the United States, providing more convenient shipping and allowing room temperature storage with a longer shelf life than that of the frozen tray. The dry tray is currently in use in the European market and as an alternative in Canada and should soon be released in the United States. Previous workers reported on the abilities of the frozen tray to accurately identify bacteria and determine antimicrobial susceptibilities, either by visual interpretation or by the use of the AutoScan (American MicroScan, Campbell, Calif.), an automated reader (2, 3, 6, 7) . For the purpose of this investigation, the dry tray was inoculated concurrently with the frozen tray and read visually for a side-by-side comparative evaluation.
MATERIALS AND METHODS
The bacteria tested consisted of 259 organisms, of which 52 were freshly isolated gram-negative rods from urine, 101 were gram-negative rods freshly isolated from non-urinary tract sites, and 106 were strains of gram-positive cocci, of which 30 were previously isolated stock organisms. Microdilution trays included in this study were gramnegative combo, urine combo, and gram-positive combo. Frozen trays were removed from the freezer and allowed to thaw at room temperature. Corresponding dry trays were rehydrated with an American MicroScan rehydrator that * Corresponding author.
was calibrated to deliver two injections of 50 p1 each, for a total of 100 ,ul, into every well of the microdilution tray.
A total of 4 to 5 large or 5 to 10 smaller, similar looking, isolated colonies, were picked from isolation media and inoculated into 0.5 ml of brain heart infusion broth (gramnegative organisms) or Todd-Hewitt broth with 0.1% Tween 80 (gram-positive organisms).
After 3 to 4 h of incubation at 35°C, 50 RI of inoculum broth was transferred into inoculum water consisting of 25 ml of sterile distilled water with 0.02% Tween 80. Blood and MacConkey agar plates were inoculated to check for inoculum purity. The dilution broth was poured into an appropriate inoculation set, and both frozen and rehydrated trays were inoculated at the same time.
Stock organisms were subcultured a minimum of three times and then processed in the same manner.
The following quality control organisms were tested on a daily basis: E. coli ATCC 25922, P. aeruginosa ATCC 27853, S. aureus ATCC 29213, and S. faecalis ATCC 29212. All biochemicals and antimicrobial agents were used in accordance with package inserts so that the generated data would be considered valid.
After overnight (15 to 18 h) incubation at 35°C, the trays were read visually, and the biochemical results were translated into a 7-or 8-digit biotype number which was then located in a code book supplied by the manufacturer for identification. Gram-positive combo biochemical discrepancies and the ability of the gram-positive combo trays to correctly identify gram-positive isolates were not evaluated, as the manufacturer changed both the biochemicals and the indicator after this study was completed. Discrepancies within the antimicrobial susceptibility tests were categorized into very major, major, and minor, as defined by Thornsberry et al. (6) . Very major discrepancies were defined as those considered resistant in the frozen tray but susceptible in the dry tray. Major discrepancies were those that were susceptible in the frozen tray but resistant in the dry tray. Minor discrepancies were those with an interpretive change from intermediate to susceptible or resistant and vice versa. A fourth category of very minor discrepancies, as established by DeGirolami et al. (2) , was added to describe those in which one or more dilution differences existed, but with no change in interpretation. Major and very major discrepancies were checked by the Bauer-Kirby disk diffu-sion method (1) of susceptibility testing to determine if a trend existed for correctness of results, taking into account test method variations (4) . No trend was evident, with relatively low numbers of actual errors of each type in both frozen and dry trays.
The MIC cutoffs chosen to represent susceptible, intermediate, and resistant were based on the recommendations of the National Committee for Clinical Laboratory Standards (4, 5); they were listed on a corresponding worksheet supplied by the manufacturer for the purpose of interpreting results.
RESULTS
A total of 153 gram-negative organisms, consisting of 115 glucose fermenters and 38 glucose nonfermenters, were tested. Of 3,419 biochemical-organism combinations, 44 (1.3%) were discrepant between the frozen and dry trays; none of these resulted in misidentifications at either the genus or the species level. No further investigation to verify biochemical correctness was performed.
Antibiotic susceptibilities were determined for all 259 organisms. Complete agreement was obtained in 95.8% of 18,940 drug-organism combinations. Very minor and minor discrepancies accounted for 3.2% of all results, major discrepancies accounted for 0.7% of all results, and very major discrepancies accounted for 0.3% of all results. All major and very major discrepancies were checked by the BauerKirby susceptibility test method. According to this method, 30 (0.2%) of the very major and 87 (0.5%) of the major discrepancies appeared to be incorrect with the dry tray; 20 (0.1%) of the very major and 49 (0.2%) of the major discrepancies appeared to be incorrect with the frozen tray.
DISCUSSION
The gram-negative organisms tested had a biochemical discrepancy rate of 1.3%, relatively evenly distributed between the frozen and dry trays. These discrepancies did not result in any misidentifications at either the genus or the species level, so no further analysis of the data was undertaken.
Overall agreement of antibiotic susceptibilties between the frozen and dry trays was 95.8%, with discrepancies fairly evenly distributed between both tray types. Very minor and minor discrepancies accounted for the largest number (3.2%) of all drug-organism combinations. Very major and major discrepancies accounted for just under 1% of all drugorganism combinations. Excluding very minor discrepancies, considered to be nonsignificant by the National Committee for Clinical Laboratory Standards (4, 5), 98.6% agreement existed for all drug-organism combinations tested.
Very major and major discrepancies were checked by the Bauer-Kirby susceptibility test method, with relatively low numbers of actual errors of each type in both frozen and dry trays.
Overall, the performance of the dry tray was acceptable; the dry tray provided antimicrobial susceptibility test results and organism identification comparable to those provided by the frozen tray. The increased ease of transportation and storage and the longer shelf life should make the dry tray a reasonable alternative for those laboratories wishing to use a microdilution technique for routine bacterial identification and antimicrobial susceptibility testing but for which the frozen tray poses delivery and storage difficulties.
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